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C
a. D

ependentiae
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Saprospiria
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Tenericutes_2

Ca. Abawacabacteria
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D
eferribacteres, C

hrysiogenetes

Ca. Woykebacteria

C
a. Staskaw

iczbacteria, C
a. N

ealsonbacteria, C
a. W
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uthbacteria

Firmicutes_3
Ca. Korarchaeota

Ca. Poribacteria
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Ca. Gottesmanbacteria
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oranbacteria

Thaumarchaeota

Ca. Andersenbacteria
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Methanobacteria
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Ca. Beckwithbacteria, Ca. Chisholmbacteria

Ca. Wirthbacteria
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A
ct

in
ob

ac
te

ria
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s
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i

Ca. Kuenenbacteria, Ca. Kom
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Thermoprotei
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odesulfobacteria, C
a. D

adabacteria

Fusobacteria

Thermococci

Methanococci

Halobacteria

Thermoplasmata

Ca. Coatesbacteria

C
a. R
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Balneolaeota

Ca. Verstraetearchaeota, Ca. Bathyarchaeota

Ca. M
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Tenericutes_1

Ca. Hydrogenedentes

Ca. Curtissbacteria
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C
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C
a. Spechtbacteria

Ca. Marinimicrobia, Calditrichaeota
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C
a. S

ungbacteria

Chlamydiae

C
a. Portnoybacteria

Ca. Daviesbacteria

S
A
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Archaeoglobi

C
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bryskibacteria
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ervidibacteria, C
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D
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C
ytophagia

C
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alescam
antes

T
herm

otogae

Ca. Buchananbacteria, Ca. Falkowbacteria

C
a. A

m
inicenantes, C

a. F
ischerbacteria

Ca. Woesearchaeota, Ca. Diapherotrites

A
quificae

Firmicutes_1

C
a. M

argulisbacteria, C
a. W

O
R

-1

C
a. Tagabacteria

Be
ta

pr
ot

eo
ba

ct
er

ia

Ca. Thorarchaeota, Ca. Lokiarchaeota, Ca. Heimdallarchaeota

C
hloroflexia, A

nae
rolin

eae

Ca. Levybacteria

Ca. Delongbacteria

C
a. G

iovannonibacteria

C
a. Vogelbacteria

N
itrospirae_2

C
a. A

tribacteria, C
a. W

allbacteria

C
a. Yanofskybacteria

C
yanobacteria

C
a. Jorgensenbacteria, C

a. W
olfebacteria, C

a. C
olw

ellbacteria,

Ca. Blackburnbacteria

C
a. Llyodbacteria, C

a. Yonathbacteria

Clo
st
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ia

_3

A
cidobacteriia

C
a. K

aiserbacteria

C
aldiserica

Elusimicrobia

C
a. M

elainabacteria
Ca. Micrarchaeota

Ca. Lindowbacteria

Gemmatimonadetes, Ca. Glassbacteria, Ca. Eisenbacteria

Ca. Berkelbacteria

Ca. Amesbacteria

E
psilonproteobacteria

D
ei

no
co

cc
us

-T
he
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us Ca. Shapirobacteria

T
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rm
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eo
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a

Ca. Pacebacteria

C
a. C
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pbellbacteria

Ca. Roizmanbacteria

Ca. CPR3

Ca. WWE3
Ca. Doudnabacteria

substitutions per site: 0.1

Eubacteria
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CPR

CPR

Parcubacteria group

Microgenomates group

Asgard group

Euryarchaeota

TACK group

Crenarchaeota

Archaea

DPANN group

Eubacteria

Terrabacteria group

Spirochaetes

Firmicutes

FCB group

Proteobacteria

Chloroflexi

PVC group

Actinobacteria

Bacteroidetes
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Cyanobacteria
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TACK group (Asgard group)

(DPANN group)
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PVC group


